INTRODUCTION & MOTIVATION

*Rice: A globally important crop
*Stem borers: Most dreaded pests of
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RESULTS AND DISCUSSION

Table 2: Taxonomic affiliation & in vitro degradation efficiency of
insecticides (after 72 hrs) by isolated gut bacteria
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* First report from the respective insect species

[ » The gut bacterial composition of the three rice stem borers, of same guild |
. collected from the same host at the same time, varied to a great extent /

Firmicutes: 69% |
Rest: 6.25% each

Proteobacteria: 31%
Xanthomonadaceae:18.75%

Bacillaceae: 50%

CONCLUSION & FUTURE THRUSTS

« Apart from the host plants the insects gut microbiome is also significantly
influenced by the respective insect species

+ The differential abilities of the gut bacterial isolates to degrade the
insecticides provide insights into their possible involvement in
xenobiotic detoxification in their host and further study on this aspect
may improve management strategies of these pests.

* The results of this study gives an exciting prospect of using these borers
as novel sources for profiling insecticide-degrading microbes for
bioremediation programs.
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